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Background: 

The objective of this project is to describe specific gene expression patterns in the perioperative period. 

The aim is to validate previously observed associations between acquired deficiencies in Th1 and Th17 

responses and the occurrence and severity of infection in high risk populations (1, 2). 

Methods: 

This study is nested within the Vascular events In noncardiac Surgery cOhort evaluation (VISION) UK 

study. Patients over 45 years of age undergoing scheduled surgery involving the sub-diaphragmatic 

gastrointestinal tract with at least an overnight hospital admission are screened and recruited. Whole 

blood is collected in a PAXgene RNA tube preoperatively, at 24 and 48 hours. mRNA levels of target 

genes have been quantified using quantitative reverse transcription polymerase chain reaction qRT-

PCR). 

Flow cytometry will assess monocyte HLA-DR expression and to perform T cell subtype analysis in 

conjunction with QRT-PCR experiments. 
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Interim Results (January 2014): 

130 patients have been recruited to date.   

Gene expression analysis is indicative of an anti-inflammatory response to the surgical stimulus that is 

quantitatively linked to the occurrence of nosocomial infections (results submitted for presentation at 

the 2014 ESA meeting). 

Summary: 

The initial phase of this study is complete and our objective of demonstrating an association between 

specific patterns of gene expression and nosocomial infection has been achieved. 

We will now progress with a series of flow cytometry experiments in order to further define the cellular 

alterations which ultimately lead to these altered gene expression patterns. 
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